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» HIV drug resistance refers to the ability of
HIV to replicate in the presence of drugs

~ Factors contributing to the selection of HIV
drug resistance:

- Regimen and drug-specific
- Virus-related factors

- Patient-specific factors

- Programmatic factors
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Resistance by Interference with the Incorporation of a Nucleoside Analogue
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~ Drug resistance Is the major obstacle for
effective treatment (ADR & TDR)

» Monitoring HIV drug resistance is critical for
optimal program management:

- Transmitted drug resistance (TDR)
- Selecting first-line treatment regimens
- ldentifying the most effective second-line

- Selecting optimal approaches for preventing
mother-to-child transmission
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~ Minimizing drug resistance to HAART is
iImportant

» Entry Iinto care

» ART Initiation or switch

» Treatment failure

~ In patients HIV RNA levels >1000 copies/mL

> Women entering pregnancy with detectable
HIV RNA levels while on therapy

> within 4 weeks after discontinuing therapy
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> AZT
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HIV Phylogeny

» HIV-1 Major (M): A-D, F-H, J and K (90%)
- CRFs: 72 CRFs (AE, AG, BC, ..))

- URFs: more than 1000 URF

» HIV-1 Qutlier (O)

» HIV-1 Not M_Not O(N)

» HIV-1 P group

> HIV-2

> SIV




HIV-1 p-hylogeny
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